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Fig. 1 Plant root surface under the confocal laser scanning
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Fig.2 Transverse section of a plant root and stem under

the confocal laser scanning
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Table 1 Bacterial communities in the vegetable

AR RICEESR (cfu/g) B (cfu/g) WA (4
Qb puyist pusiil payist sl pagict
R 2.45x10" 0 2.96x10° 1.16x10° 8 5
ES 7.03x10% 0 5.38x10* 5.32x10* 11 6
A7 0 0 2.32x10° 1.31x10° 4 4
I 0 0 3.04x10° 2.94x10? 3 3




102 +

% 37 %

B OO

A (bHED
B 3 HEPREMNEIE TR L SNKT T B4R

Fig. 3 Vertical section of stem under UV
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Fig. 5 Degrading ability of recovered strain
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Table 2 Bacterial communities in soil
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Fig. 7 DLLBR from soil under UV
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COLONIZATION OF METHYLPARATHION-DEGRADING BACTERIUM
PSEUDOMONAS PUTIDADLLBR IN SOIL AND INSIDE VEGETABLE

QIU Shan-lian' CUI Zhong-li" > WANG Ying' WANG Xing-xiang® LI Shun-peng'
( 1 Key Laboratory of Microbiologial Engineering of Agricultural Enviroment, MOA, Nanjing Agricultural University, Nanjing 210095;

2 Institute of Soil Science, Chinese Academy of Sciences, Nanjing 210008 )

Abstract  Green fluorescent protein gene(gfp) labeled Methylparathion-Degrading Bacteria Pseudomonas
putida DLLBR was cultured in LB medium overnight and then inoculated into the soil in pots with vegetable. After 20
days colonization and distribution of gfp-labeled DLLBR at the surface of the vegetable roots and inside the vegetable
were visualized in a living state under a confocal laser scanning microscope. Microscopic observation show that the
labeled bacteria had colonized well in the rhizosphere and inside the vegetable. After 30 days the population of DLLBR
was counted through spreading the trituration of the sterilized vegetable to LB plates and found to have reached to
10%cfu/g root and 10%cfu/g stem. Results also show the introduced bacteria brought about some changes in the microbial
communities inside the vegetable, especially Bacillus that increased in species and count. After 45 days, the DLLBR
population in soil was 10°fu/g soil. In addition, we also discovered obvious changes in the microbial communities in
the inoculated soil, but only in counts, not in species.

Key words Labeled by green fluorescent protein gene, Confocal laser scanning microscope, Trituration,

The microbial communities inside the vegetable, The microbial communities in inoculated soil



